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100 All eaeA positive isolates were rhamnose positive.
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200 Methods: Seven genes of stx 1, stx 2, hly, eaeA , uidA , rfbE , fliC from different
strains were detected by PCR and multiplex PCR.

00:0000PCROOOOOOOOO(MPCR)
O000000000000Gtx1Ostx2)0 000 (hly)DJOO00000 (eaeA) O



o~ https:// .Jiandongshicai.cn/
g%‘gm ps.//www.ji gshicai

ndong

B-0000000(udA)J01570000 (rfbE) 0 H7O O OO OO (flic)d O.

30 Detection of the eaeA gene in Escherichia coli isolated from children with diarrhoea
and characterization of the strains possessing the eaeA gene
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41 EAEA is one of the intelligence optimization algorithms. In EAEA, the estimation of
distribution algorithm and elite reservation are embedded into AEA to generate a
comparison population for iteration needs.
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50 Results The overall virulence gene prevalence was 62.7% ( 42/ 67); and the main
virulence gene type was slt_1+ slt_2+ eaeA+ hly.
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601 This indicates that eaeA gene is not limited to EPEC and EHEC, that the eaeA
harbouring E. coli are heterogeneous with respect to their virulence determinants.
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