g s e https://www.jiandongshicai.cn/

— jiandongshicai.cn

O0000:histoned O O O O ?histoneld OO O O ?histone O O O O O O

O 00O 0Ohistoned O O O O ?histoned O O ?histoned0 OO0 0?20 000 00O 0O O histone
O0oo00do0oodooooooooooooooooooogog

histone O [

histoned O O :['h0O stO O n]
histoned O [0
10n.000;

histone O O 0O O

10 Chromosome banding patterns are correlated with unique patterns of histone
modifications.
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200 The chromatin remodeling and histone acetylation were associated with transcription
activation.
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30 SATB 1 also globally regulates histone status in the chromatin by recruiting histone-
modifying enzymes to the target-loci.
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40 Our data suggest that these histone modifications may act cooperatively to prepare
chromatin for transcriptional activation.
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50 Chicken liver chromatin component DNA : RNA : histone: non-histone ratio is 100 0.
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601 Typical patterns of histone methylations exhibited at promoters, insulators,
enhancers, and transcribed regions are identified.
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70 The level of his-tone acetylation is determined by the activities of histone
acetyltransferases and histone deacetylases.

goboobogobognoboobboooboobboobbooon.

80 The pharmacological actions histone deacetylase inhibitors and their potential
clinical uses were reviewed.
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900 In addition, histone exchange reveals new changing mechanism of DNA-histone
interaction.
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1000 The level of histone acetylation plays an important role in progression, proliferation
and differentiation of leukemia.
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1100 SET domain proteins contain conserved SET domains, which intensively involved in
histone methylation.
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120 Z associates with functional regulatory elements, and CTCF marks boundaries of
histone methylation domains.
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130 The histone code will not be easy to crack.
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1400 Arginine An AMINO ACID found especially in the histone proteins that surround
DNA in chromosomes.
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150 Histone modifications are implicated in influencing gene expression.
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